
 

 

Request for Proposal 

AMP T2D RFP 13: Development of visualization tools for clustering T2D subsets  

 

Background: The exponential increase in genetic association results provides the opportunity to 
evaluate the effect of a specific variant on not just one trait but a myriad of related or unrelated 
traits and phenotypes in order to better understand the biological relevance or mechanism of 
action of any particular variant. Applying this approach across a large number of variants (for 
instance, all lead single nucleotide polymorphisms (SNPs) from a particular GWAS) can identify 
subsets or clusters of variants with similar genetic profiles across a number of secondary traits. 

 
Request: The Foundation for NIH and AMP T2D Steering Committee is requesting proposals to 
implement clustering and visualization tools in the Knowledge Portal to enable non-
computational researchers to perform these analyses and derive robust insights from the AMP 
T2D portal. 
 

Issued by:  The Foundation for the National Institutes of Health (FNIH) Division of Research 
Partnerships on April 1, 2019 

 

Objectives:   

1. Develop new tools and Knowledge Portal (KP) visualizations that evaluate the effect of 
multiple variants and/or traits to identify subsets of clusters with similar genetic profiles across 
a number of secondary traits. 

2. Develop simple analysis and visualization tools that allow researchers to conduct a cluster 
analysis by selecting any primary and secondary traits and or subsets of genes or variants.  

3. Build and harmonize data architecture, as needed, for one or more cohorts within the KP and 
demonstrate utility of these tools and visualizations. 

4. Augment existing KP tools to support selection of genetic variants for cluster analysis 

  
Deliverables: 

1. Demonstrate effective clustering tools within the knowledge portal as applied to at least one 
dataset within the KP. 

2. Report describing the methods for tool development and use including a short description that 
could be posted on the KP. 



3. Complete updating of existing portal tools, in collaboration with the KP team to include new 
features that may include any or all of the following: 

a. Identify all lead SNPs for the primary endpoint and plot the effect size for each SNP 
for the secondary endpoint as a function of the effect size 

b. Identify SNP and name of closest gene by clicking over data-point 
c. Refine the accuracy of the validated target identification through coding variant fine-

mapping 
d. Ability to select any primary trait and N secondary traits and perform clustering on the 

p-values or effect sizes, perform PCA or t-SNE 
e. Allow for an alternate view of clustering variants 

 

Response to Proposal:  The proposals should address the sections outlined below and not 
exceed 5 pages in a 10 pt Arial font (not including the draft budget and description of investigative 
team).  Please send completed proposals to Tania Kamphaus (tkamphaus@fnih.org) and Sidra 
Iqbal (siqbal@fnih.org) by April 25, 2019. 

1. A description of the organization’s approach to addressing the objectives and proposed 
deliverables. 

2. A timeline for completing each milestone. 
3. A draft budget and justification.  
4. Brief description of the investigating team and their qualifications (NIH biosketch ok) 
5. Note: If using non-human model, please justify model relevance to human genetics and 

function. 
 

Expectations: 

1. The applicants are expected to deliver the listed milestones by their due dates.  
2. All data must be made publicly available on the listed due date, unless explicitly stated 

otherwise. 
3. The deliverables must be met by April 15, 2020 for project completion. The Steering 

Committee will consider support for follow up work. If applicable, please supply an outline for 
extension. Extensions will be considered pending successful review and availability of 
resources.  
 

Application Process: The investigators can expect to meet with the AMP T2D Steering 
Committee by teleconference prior to finalizing deliverables. The purpose of the meeting is to 
allow for appropriate discussion of possible next steps as well as provide the opportunity for the 
respondent(s) to ask questions of the multi-stakeholder oversight group.   

 
Disclaimers: The FNIH AMP T2D consortium reserves the right to suspend or terminate funding 
depending on demonstrable progression of the effort. The T2D AMP Steering Committee may 
choose to fund all or some of the given proposal. 

mailto:tkamphaus@fnih.org


Final Proposal Responses: Due April 25, 2019. 

For More Information: Please contact Dr. Tania Kamphaus at tkamphaus@fnih.org. Feel free to 
ask questions to enable preparation of your responses. 

Eligibility:  Any organization from the private and public sector is eligible to apply as long the 
requirements below are met. It is acceptable for more than one organization to collaborate and 
submit a joint response. 

About the AMP T2D Program: 

The Accelerating Medicines Partnership (AMP) Type 2 Diabetes (T2D) program is a 
precompetitive partnership among government (NIH), industry (Janssen, Eli Lilly, Merck, Pfizer, 
and Sanofi) and nonprofit organizations (ADA and JDRF) that focuses on leveraging human 
genetics studies in T2D and related complications to discover and validate novel targets.  This 
multisector partnership is managed by the Foundation for the NIH.  The combined public and 
private sector funding support for the five-year endeavor is $58.4 million dollars.  The AMP 
provides participating organizations the chance to collaborate on research on a scale that would 
not be possible for individual companies.  Moreover, through close coordination the AMP provides 
not only access to data and analyses but also the ability to leverage substantial scientific and 
financial resources provided in partnership with National Institutes of Health and academic 
researchers. For more information, please go to: 

https://fnih.org/what-we-do/programs/amp-t2d-project 

https://www.nih.gov/research-training/accelerating-medicines-partnership-amp/type-2-diabetes 

http://www.type2diabetesgenetics.org/ 
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